Previous reports on the fecal microflora of the baboon have been restricted to the facultative anaerobic bacteria (9, 11, 12) . Recent studies with improved anaerobic methods have shown that obligate anaerobes greatly outnumber the facultative bacteria in feces of humans and other mammals. We have characterized the predominant genera of bacteria in baboon feces as a preliminary step to the study of the role of intestinal bacteria in neutral sterol and bile acid metabolism.
The five baboons in this study were housed in a gang cage at the Southwest Foundation for Research and Education in San Antonio, Tex. Each animal was 3 years old at the time of sampling. The animals were weaned at 4 months and since that time have been fed a baboon chow diet (Special Monkey Chow 25, RalstonPurina, St. Louis, Mo.) supplemented with 20% saturated fat (palm and olive oils) and 0.4% cholesterol.
Feces were collected into a sterile container immediately after excretion and placed in a GasPak (Baltimore Biological Laboratory, Cockeysville, Md.) anaerobe jar. The jar was evacuated and refilled with anaerobic gas several times to insure minimum exposure of the sample to atmospheric oxygen. Transport time to the laboratory was 20 to 30 min.
All subsequent culture procedures were performed in a stainless steel-acrylic anaerobic chamber containing an atmosphere of 10% hydrogen, 5% C02, and 85% nitrogen and a palladium catalyst to remove trace amounts of oxygen (1). The sample was thoroughly mixed with a sterile tongue depressor, and 0.5 g of sample was added to 4.5 ml of diluent. Serial 10-fold dilutions of the feces were prepared in prereduced salts diluent (7).
Aliquots of appropriate dilutions were spread on the surface of plates of medium 10 Fifty-five colonies were randomly selected from a countable plate (8) 10 ,tg of hemin per ml), and PYG80 broth (PY plus 1% glucose plus 0.1% Tween 80). A Gram stain was prepared from the PY broth when turbidity was apparent. Each isolate was also streaked to a brain heart infusion agar plate and incubated 5 days to check for aerobic growth.
The short-chain volatile and nonvolatile carboxylic acids from growth in PY and PYGH or PYG80 were analyzed by gas-liquid chromatography after 5 days of incubation at 37°C. The extraction and methylation procedures were as described by Holdeman and Moore (7). Analyses Each isolate was tentatively identified to genus based on the Gram stain and carboxylic acid analysis; motility and heat resistance (spore test) were determined when indicated (6, 7, 8) . The carboxylic acids used in the presumptive identification of each genus are listed in Table 2 . Some genera are divided into groups based on similar acid patterns; however, we do not suggest that these groups represent a single species. Fifty-one of the 116 Lactobacillus were obligate anaerobes; the remainder grew poorly aerobically. The isolates identified as Streptococcus were facultative anaerobes and were tentatively identified as enterococci. All other isolates were obligate anaerobes. The distribution of bacterial genera within individual animals is also depicted in Table 2 . The total number of isolates identified from each animal differs from the 55 colonies picked due to loss of some isolates before identification or gain of isolates due to mixed cultures.
The major genera are listed in order of frequency of their occurrence in Table 3 . Although the variety of genera is similar to that reported in human feces, the predominance of Lactobacillus in the feces of these adolescent baboons differs from that reported for human feces. Moore 
